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3 <110> APPLICANT: Greiner, Steffen 

4 Harms, Karsten 

5 Kunz , Markward 

6 Munir, Mohammad 

7 Rausch, Thomas 

8 Schirmer, Markus 

10 <120> TITLE OF INVENTION: ALTERED PPASE IN SUGAR BEET 

12 <130> FILE REFERENCE: P/2107-283 
C--> 14 <140> CURRENT APPLICATION NUMBER: US/10/549 , 997 
C--> 15 <141> CURRENT FILING DATE: 2005-09-20 

17 <150> PRIOR APPLICATION NUMBER: DE 103 13 795.5 

18 <151> PRIOR FILING DATE: 2003-03-20 
20 <160> NUMBER OF SEQ ID NOS : 21 

22 <170> SOFTWARE: Patentln version 3.3 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1041 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Beta vulgaris 

29 <400> SEQUENCE: 1 

30 attataaaaa cccctcaaaa tcaggagaag tttaaggaat ttgtagatct 
32 tgtattcgtt cattctaaaa gctttcgatt ttacgctctt cgctaatttt 
34 ggatgaggag atgaatgctg ttgcggagat gaatgctgtt gcttctaaag 
36 gtatcgccga gctccgaagt tgaaccaaag gatcatttcg tcaatgtcaa 
38 tgcggcccat ccttggcatg atctcgagat tggacctaat gcccctgaaa 
40 tgttgttgag atacctaaag ggagcaaggt caagtatgag cttgacaaga 
42 tattatggtt gatcgaatat tatactcatc tgtggtctat cctcacaact 
44 tccaagaaca ttgtgcgaag atggtgaccc catggatgtt ttagtgctca 
46 agtcgtccca ggtcgctttc ttcgagcccg ggcaattggt ttaatgccta 
48 gggggagaaa gacgataaga taattgcagt ttgtgccgat gatcctgaag 
50 cactgatatc aaccagcttc ctcctcatcg tttggctgag atcagacgct 
52 ctacaagaaa aatgagaaca aagaggttgc agtgaatgaa tttttgccag 
54 tcatgatgcc atccagcact ctatggatct ctatgcggaa tacatcctac 
56 gagatgatga atggcacttt caattattgt cattcatatc ctgaagtaat 
58 tttggtcaca ttgttacatc ttatttttgg tgctacctat ttaagagtcg 
60 tcccaaaaga aagaaaagga gattttccct gttccttttc tgaatcttct 
62 tttatgtatt gtagtaaagc taaaacaatc ttcatgaact ttgaagttga 
64 tcatgtttgg tttaggaggc t 

67 <210> SEQ ID NO: 2 

68 <211> LENGTH: 222 

69 <212> TYPE: PRT 

70 <213> ORGANISM: Beta vulgaris 
72 <400> SEQUENCE: 2 

74 Met Asp Glu Glu Met Asn Ala Val Ala Glu Met Asn Ala Val 



ccgattcttc 
tctgaaacat 
taaaagaaga 
ggagatctgt 
tctgtaactg 
aaactggact 
atggttttat 
tgcaggaacc 
tgattgatca 
ttcgccatta 
tttttgagga 
ctcaaattgc 
agacattgag 
attgaaggct 
atgttggaaa 
tgtcgaaaat 
gtttcctgta 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1041 



Ala Ser 
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Glu 
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Met 
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<210> SEQ ID NO 


: 3 
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<211> LENGTH: 245 
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<212> TYPE: 


PRT 
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<213> ORGANISM: 


Beta vulgaris 
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<400> SEQUENCE: 


3 
























137 


Met 


Arg 


Gly 


Ser 


His 


His 


His 


His 


His 


His 


Gly 


Ser 


Ala 


Thr 


Met 


Asp 


138 


1 








5 










10 










15 




141 


Glu 


Glu 


Met 


Asn 


Ala 


Val 


Ala 


Glu 


Met 


Asn 


Ala 


Val 


Ala 


Ser 


Lys 


Val 


142 








20 










25 










30 






145 


Lys 


Glu 


Glu 


Tyr 


Arg 


Arg 


Ala 


Pro 


Lys 


Leu 


Asn 


Gin 


Arg 


He 


lie 


Ser 


146 






35 










40 










45 








149 


Ser 


Met 


Ser 


Arg 


Arg 


Ser 


Val 


Ala 


Ala 


His 


Pro 


Trp 


His 


Asp 


Leu 


Glu 


150 




50 










55 










60 










153 


He 


Gly 


Pro 


Asn 


Ala 


Pro 


Glu 


He 


Cys 


Asn 


Cys 


Val 


Val 


Glu 


He 


Pro 


154 


65 










70 










75 










80 


157 


Lys 


Gly 


Ser 


Lys 


Val 


Lys 


Tyr 


Glu 


Leu Asp 


Lys 


Lys 


Thr 


Gly 


Leu 


He 


158 










85 










90 










95 




161 


Met 


Val 


Asp 


Arg 


He 


Lys 


Tyr 


Ser 


Ser 


Val 


Val 


Tyr 


Pro 


His 


Asn 


Tyr 


162 








100 










105 










110 
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115 










120 










125 








169 


Leu 


Val 


Leu 


Met 


Gin 


Glu 


Pro 


Val 


Val 


Pro 


Gly Arg 


Phe 


Leu 


Arg 


Ala 



file://C:\CRF4\Outhold\VsrJ549997.htm 10/3/05 



Page 3 of 7 



RAW SEQUENCE LISTING DATE: 10/03/2005 

PATENT APPLICATION: US/10/549,997 TIME: 14:53:07 

Input Set : A:\2107-283.ST25.txt 

Output Set: N:\CRF4\10032005\J549997.raw 



170 




130 








135 




140 










173 


Arg 


Ala He 


Gly 


Leu 


Met 


Pro 


Met He Asp Gin 


Gly 


Glu 


Leu 


Asp 


Asp 


174 


145 








150 




155 










160 


177 


Lys 


He He 


Ala 


Val 


Cys 


Ala 


Asp Asp Pro Glu 


Val 


Arg 


His 


Tyr 


Thr 


178 








165 
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195 










200 
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189 
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198 245 

201 <210> SEQ ID NO: 4 

202 <211> LENGTH: 2810 

203 <212> TYPE: DNA 

204 <213> ORGANISM: Beta vulgaris 

206 <400> SEQUENCE : 4 

207 acactcttcc tctccctctc ttccaaaccc tcttcattct ctctctctct ctctctctct 60 
209 ctcctttatc ttcttcttct tcttcaattt tcttctccca ttttcaaaaa tcatgggtgc 120 
211 agctcttctt ccagatctca taacagagat tatcattcct gtatgtgctg taattggaat 180 
213 tgctttctct ctctttcaat ggtacatcgt ttctcaggtc aagctttccc ctgactctac 240 
215 ccgcaataat aacaacaaaa atggattttc tgatagtttg attgaagaag aagaaggtct 300 
217 taatgaccaa agtgttgttg ctaaatgtgc tgaaattcag aatgctattt ctgaaggggc 360 
219 aacttccttc cttttcaccg agtaccagta tgttggtatc tttatggttg cttttgctgt 420 
221 gttgatattc cttttcctcg gatctgtgga gggtttcagc acaagtagcc aggaatgtac 480 
223 ctatgacaaa accaggaggt gcaagcctgc tcttgccact gctatcttca gcacagtggc 540 
225 cttcttgctt ggcgctatca cttctttggg ttctggtttc ttcgggatga agattgccac 600 
227 atacgcaaat gcccgaacaa cactagaggc tagaaagggt gtcggcaaag cattcattgt 660 
22 9 agcattcagg tctggagctg tcatgggatt cctacttgct gcaaatggtc ttttggtgct 720 
231 ttacattact atccttctct tcaagattta ctatggtgat gactgggaag gtctgtttga 780 
233 ggctataact ggttatggtc ttggaggatc atccatggcc cttttcggta gagttgctgg 840 
235 aggtatttac acaaaagctg ccgatgtggg tgctgatctt gtcggtaagg ttgaaagaga 900 
237 catccctgag gatgacccca gaaatccagc tgttattgct gacaatgtcg gcgacaatgt 960 
239 tggggatatc gctggtatgg gttctgatct ttttggatcc tacgctgagt cgtcctgtgc 1020 
241 tgctcttgtt gttgcatcca tttcctcatt cgaaatttcc catgatttga cggcaatgat 1080 
243 gtacccattg ttggttagct cggttggtat tattgtttgc ttgatcacaa ccttatttgc 1140 
245 aaccgatttc ttcgagatca aggctgttaa ggagattgag cctgcactca agaagcagct 1200 
247 aatcatctcc actgctctta tgactgtcgg agttgcagtt atttcttgga ttgctcttcc 1260 
249 tacttcattt accatttttg acttcggatc tcagaaggag gtgcagaact ggcaattgtt 1320 
251 tttatgtgtt gctgttgggt tgtgggctgg ctgtgcaaga tgttgctgat tcttgccgaa 1380 
253 ctggagctgc cacaaatgtt atttttggcc tggccttggg ttacaaatca gtcattattc 1440 
255 ctatttttgc cattgctatc agcattttcg tcagttttag ctttgcagct atgtatggta 1500 
257 ttgctatggc tgctcttggt atgctgagca ccattgccac tggattggct attgatgcat 1560 
259 atggccctat cagtgataat gctggaggca ttgctgagat ggctggtatg agccacagaa 1620 
261 tccgtgagag aactgatgcc cttgatgctg ctggaaacac aaccgctgct attggaaagg 1680 
263 gttttgcaat cggttctgca gctcttgttt ctcttgctct ctttggtgct tttgtaagcc 1740 



file://C:\CRF4\Outhold\VsrJ549997.htm 



10/3/05 



RAW SEQUENCE LISTING DATE: 10/03/2005 

PATENT APPLICATION: US/10/549 , 997 TIME: 14:53:07 



Input Set : A:\2107-283.ST25.txt 

Output Set: N:\CRF4\10032005\J549997.raw 



269 
271 
273 



299 
302 
303 
304 
305 
307 



265 gtgcatccat ccaaactgtg gatgtgttga ccccgaaagt 
267 gagccatgct tccatactgg ttctctgcca tgacaatgaa 
tgaaaatggt tgaggaggtc cgaaggcaat tcaacaccat 
ctgccaaacc cgactatgct acctgtgtca agatctccac 
tgatcccccc aggtgctctt gtcatgctca caccattgat 
275 tcgaaactct gtctggcgtt cttgctggtt ctcttgtgtc 
277 ctgcatccaa cactggtggt gcttgggaca atgccaagaa 
cagagcatgc aaggacactt ggtcccaagg gatcagatgc 
cggtgaccca cttaaggaca catcaggacc 
283 agcttatggc tgtcgagtca ctagtgttcg cccccttctt 
285 tcttcaagta cctctaaata tgatcggcgc aaaatcagaa 
287 gcggtttctt ctcctcattt tgtcgcctac aaatcgggca 
289 aatttttgaa tgtcgttaga tgacaactac aaggctggag 
2 91 tgatgatgat aatgataatt tggaagcaag tcttgtgaaa 
293 attattcttt tcttttttct tccttttatt gtaagatcgg 
295 caaacctctt ttgttaggta taactcattt tctattttag 
297 gttgcccttt tattttctaa aaagagaacc tgttcttgag 
tgttctcatg tactttcttg gaatttatct cattttgcag 
<210> SEQ ID NO: 5 



279 

281 gtgacaccat 



attcattggt 
gagtgtggga 
ccctggcttg 
tgatgcttcc 
tgttggaacc 
tggtgtacag 
gtacattgag 
acacaaggca 
atcactcaac 
cgccacccac 
ggcgacagag 
agttttaaat 
gggctaaaac 
aatagagtta 
gatttgtagt 
tccttcagaa 
catgtgttgt 
attggatcta 



ctcattgtgg 
agtgcagctt 
ctggaaggca 
atcaaggaga 
ttctttggtg 
attgctattt 
gctggtgctt 
gctgtgatcg 
attctaatca 
ggtggcttgc 
ggaggaattc 
tttatcgcac 
ttctacatga 
tatggtcaac 
aatcattttg 
attgcatgca 
aagggcagaa 



<211> 
<212> 

<213> ORGANISM: 
<400> SEQUENCE: 



LENGTH: 764 
TYPE: PRT 

Beta vulgaris 
5 
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1800 
1860 
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2580 
2640 
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